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RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientiflc and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 0^ ll'%(Qf2.[Z 

Source: ^CTQ'I 

Date Processed by STIC: 3\z\\0Z 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308^212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216, 
PATENTIN 2,1 e-mail help: patin21help@uspto.gOv or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gOV or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3A PROGRAM, ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto,gov/vyeb/offices/pac/checker 

Applicants submitting genetic sequence iqformation electronically on diskette or CD-Rom should be aware that there 

a possibility that the disk/CD-Rom may nave been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to Ihe 2023 1 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://\vww,uspto,gov/ebc/efs/dowDloads/documents>htni> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patenfand Trademark Office, Technology Center 1600, Reception Area, 7* Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequerice, Room 1B03-Maihoom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 

Revised 01/29/2002 
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Raw Sequence Listing Error Sunimafy 



ERROR DETECTED SUGGESTED CORRECTION SERIAL NUMBER: ^ i f 7 | 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH -ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 



1 Wrapped Nucleics 
Wrapped Aminos 



10 



The numberAext at the end of each line *^v^apped^ down to the next line. This may occur ifyour file 
was retrieved in a word processor after creating it Please adjust your right margin to .3; this will 
prevent *^v^aK>ing.'• 



_^Invalid Line Length The rules require that a line not exceed 72 characters in length. This includes A^ite spaces. 



^Misaligned Amino 
Numbering 

Non-ASCII 



_Variable Length 



6 Patentin 2.0 

"bug" 



8 Skipped Sequences 

(NEW RULES) 



Use of n*s or Xaa*s 



(NEW RULES) 



_Invalid<213> 
Response 



114/j 



Uscof<220> 



12 Patentin 2.0 * 

"bug" 



The numbering under each 5'^ amino acid is misaligned. Do not use tab codes between numbers; 
use space characters, instead 

The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission b saved in ASCII text 

Sequence(s) contain n*s or Xaa*s representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

A "bug" in Patentin version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequences(s) . Normally, Patentin would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unlcnown sequences. 



_Skipped Sequences Sequence(s) 
(OLD RULES) 



missing. If intentional, please insert the following lines for each skipped sequence: 



(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X** is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTIONiSEQ ID NO:X: (insert SEQ ID NO where "X"^is shoWn) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 

Sequence(s) missing. If Intentional, please insert the following lines for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 

Use of n*s and/or Xaa*s have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n*s or Xaa's are present 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence {&les, the only valid <213> responses are: Unknown, Artificial Sequence, or 
scientific name (Genus/species). <220>-<223> section is required when <2 13> response is Unknown or 
is Artificial-Sequence 

Sequence(s) _ missing the <220> "Feature" and associated nunKric identifiers and responses. 

Use of <220> to <223> is MANDATORY if <213> **Organism" response is "Artificial Sequence" or 
"Unknown." Please explain source of genetic material in <220> to <223> sectiorL 
(See "Federal Register," 06/01/1998, Vol. 63, No. 104, pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use **Copy to Disk" function of Patentin version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers arKl responses (as indicated on raw sequence 
listing). Instead, please use "File Manager^ or any other manual means ta copy file to floppy disk. 



1 3 Misuse of n n can only be used to represent a single nucleotide in a micleic acid sequence. N is not used to represent 

any value not specifically a nucleotide. 



AMC/MH - Biotechnology Systems Branch - 08/21/2001 



PCTO 9 

Does Not Comply 
Corrected Diskette Needed 

RAW SEQUENCE LISTING DATE: 03/21/2002 ^ 

PATENT APPLICATION: US/09/786,212 TIME: 15:36:05 

Input Set : A:\seq listing.txt 

Output Set: N:\CRF3\03212002\I786212.raw 

4 <110> APPLICANT: GeneSense Technologies, Inc.(et al . ) 

6 <120> TITLE OF INVENTION: Antisense Oligonucleotide Sequences Derived 

7 From groEL groES As Inhibitors of Microorganisms 
9 <130> FILE REFERENCE: 683-114US 

C--> 11 <140> CURRENT APPLICATION NUMBER: US/09/786,212 

12 <141> CURRENT PILING DATE: 2000-11-20 

14 <150> PRIOR APPLICATION NUMBER: US 60/166,249 

15 <151> PRIOR FILING DATE: 1999-11-18 
17 <160> NUMBER OF SEQ ID NOS : 509 

19 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 2217 

23 <212> TYPE: DNA 

24 <213> ORGANISM: Escherichia coli 

26 <400> SEQUENCE: 1 

27 gatcagaatt ttttttcttt ttcccccttg aaggggcgaa gccatcccca tttctctggt 60 

28 caccagccgg gaaaccacgt aagctccggc gtcacccata acagatacgg actttctcaa 120 

29 aggagagtta tcaatgaata ttcgtccatt gcatgatcgc gtgatcgtca agcgtaaaga 180 

30 agttgaaact aaatctgctg gcggcatcgt tctgaccggc tctgcagcgg ctaaatccac 240 

31 ccgcggcgaa gtgctggctg tcggcaatgg ccgtatcctt gaaaatggcg aagtgaagcc 300 

32 gctggatgtg aaagttggcg acatcgttat tttcaacgat ggctacggtg tgaaatctga 360 

33 gaagatcgac aatgaagaag tgttgatcat gtccgaaagc gacattctgg caattgttga 420 

34 agcgtaatcc gcgcacgaca ctgaacatac gaatttaagg aataaagata atggcagcta 480 

35 aagacgtaaa attcggtaac gacgctcgtg tgaaaatgct gcgcggcgta aacgtactgg 540 

36 cagatgcagt gaaagttacc ctcggtccaa aaggccgtaa cgtagttctg gataaatctt 600 

37 tcggtgcacc gaccatcacc aaagatggtg tttccgttgc tcgtgaaatc gaactggaag 660 

38 acaagttcga aaatatgggt gcgcagatgg tgaaagaagt tgcctctaaa gcaaacgacg 720 

39 ctgcaggcga cggtaccacc actgcaaccg tactggctca ggctatcatc actgaaggtc 780 

40 tgaaagctgt tgctgcgggc atgaacccga tggacctgaa acgtggtatc gacaaagcgg 840 

41 ttaccgctgc agttgaagaa ctgaaagcgc tgtccgtacc atgctctgac tctaaagcga 900 

42 ttgctcaggt tggtaccatc tccgctaact ccgacgaaac cgtaggtaaa ctgatcgctg 960 

43 aagcgatgga caaagtcggt aaagaaggcg ttatcaccgt tgaagacggt accggtctgc 1020 

44 aggacgaact ggacgtggtt gaaggtatgc agttcgaccg tggctacctg tctccttact 1080 

45 tcatcaacaa gccggaaact ggcgcagtag aactggaaag cccgttcatc ctgctggctg 1140 

46 acaagaaaat ctccaacatc cgcgaaatgc tgccggttct ggaagctgtt gccaaagcag 1200 

47 gcaaaccgct gctgatcatc gctgaagatg tagaaggcga agcgctggca actgctgttg 1260 

48 ttaacaccat tcgtggcatc gtgaaagtcg ctgcggttaa agcaccgggc ttcggcgatc 1320 

49 gtcgtaaagc tatgctgcag gatatcgcaa ccctgactgg cggtaccgtg atctctgaag 1380 

50 agatcggtat ggagctggaa aaagcaaccc tggaagacct gggtcaggct aaacgtgttg 1440 

51 tgatcaacaa agacaccacc actatcatcg atggcgtggg tgaagaagct gcaatccagg 1500 

52 gccgtgttgc tcagatccgt cagcagattg aagaagcaac ttctgactac gaccgtgaaa 1560 

53 aactgcagga acgcgtagcg aaactggcag gcggcgttgc agttatcaaa gtgggtgctg 1620 

54 ctaccgaagt tgaaatgaaa gagaaaaaag gtggttgctg gtggtggtgt tgcgctgatc 1680 



file://C:\Crf3\OutholdvVsrI786212.htm 



3/21/02 



RAW SEQUENCE LISTING DATE: 03/21/2002 

PATENT APPLICATION: US/09/786,212 TIME: 15:36:05 



Input Set : A:\seq listing. txt 

Output Set: N:\CRF3\03212002\I786212.raw 

55 cgcgtagcgt ctaaactggc tgacctgcgt ggtcagaacg aagaccagaa cgtgggtatc 1740 

56 aaagttgcac tgcgtgcaat ggaagctccg ctgcgtcaga tcgtattgaa ctgcggcgaa 1800 

57 gaaccgtctg ttgttgctaa caccgttaaa ggcggcgacg gcaactacgg ttacaacgca 1860 

58 gcaaccgaag aatacggcaa catgatcgac atgggtatcc tggatccaac caaagtaact 1920 

59 cgttctgctc tgcagtacgc agcttctgtg gctggcctga tgatcaccac cgaatgcatg 1980 

60 gttaccgacc tgccgaaaaa cgatgcagct gacttaggcg ctgctggcgg tatgggcggc 2040 

61 atgggtggca tgggcggcat gatgtaattg ccctgcacct cgcagaaata aacaaacccc 2100 

62 cgggcagaaa tgtctggggg tttttctttt ggtcatcttt cttctagtat aagattcaca 2160 

63 cacggacgac gcgagtgcgt ccagctcatt gattatgggg aataacatgc acgtaaa 2217 

66 <210> SEQ ID NO: 2 

67 <211> LENGTH: 2032 

68 <212> TYPE: DNA 

69 <213> ORGANISM: Escherichia coli 

71 <400> SEQUENCE: 2 

72 cggactttct caaaggagag ttatcaatga atattcgtcc attgcatgat cgcgtgatcg 60 

73 tcaagcgtaa agaagttgaa actaaatctg ctggcggcat cgttctgacc ggctctgcag 120 

74 cggctaaatc cacccgcggc gaagtgctgg ctgtcggcaa tggccgtatc cttgaaaatg 180 

75 gcgaagtgaa gccgctggat gtgaaagttg gcgacatcgt tattttcaac gatggctacg 240 

76 gtgtgaaatc tgagaagatc gacaatgaag aagtgttgat catgtccgaa agcgacattc 300 

77 tggcaattgt tgaagcgtaa tcctcgcacg acactgaaca tacgaattta aggaataaag 360 

78 ataatggcag ctaaagacgt aaaattcggt aacgacgctc gtgtgaaaat gctgcgcggc 420 

79 gtaaacgtac tggcagatgc agtgaaagtt accctcggtc cgaaaggccg taacgtagtt 480 

80 ctggataaat ctttcggtgc accgaccatc accaaagatg gtgtttccgt tgctcgtgaa 540 

81 atcgaactgg aagacaagtt cgaaaatatg ggtgcgcaga tggtgaaaga agttgcctct 600 

82 aaagcgaacg acgctgcagg cgacggtacc accactgcaa ctgtactggc tcaggctatc 660 

83 atcactgagg gtctgaaagc tgttgctgcg ggcatgaacc cgatggacct gaaacgtggt 720 

84 atcgacaaag ccgttaccgc tgcagttgaa gaactgaaag cgctgtccgt accgtgctct 780 

85 gactctaaag cgattgctca ggttggtacc atctccgcta actccgacga aaccgtaggt 840 

86 aaactgatcg ctgaagcgat ggacaaagtc ggtaaagaag gcgttatcac cgttgaagac 900 

87 ggtaccggtc tgcaggacga actggacgtg gttgaaggta tgcagttcga ccgtggctac 96 0 

88 ctgtctcctt acttcatcaa caagccggaa actggcgcag tagaactgga aagcccgttc 1020 

89 atcctgctgg ctgacaagaa aatctctaac atccgcgaaa tgctgccggt tctggaagct 1080 

90 gttgccaaag caggcaaacc gctgctgatc atcgctgaag atgttgaagg cgaagcgctg 1140 

91 gcaactctgg ttgttaacac catgcgtggc atcgtgaaag ttgctgcggt taaagctccg 1200 

92 ggcttcggcg atcgtcgtaa agctatgctg caggatatcg caaccctgac tggcggtacc 1260 

93 gtaatctctg aagagatcgg tatggagctg gaaaaagcaa ccctggaaga cctgggtcag 1320 

94 gctaaacgtg ttgtgatcaa caaagacacc accactatca tcgatggcgt gggtgaagaa 1380 

95 gctgcaatcc agggccgtgt tgctcagatc cgtcagcaga ttgaagaagc aacttctgac 1440 

96 tacgaccgtg aaaaactgca ggaacgcgta gcgaaactgg caggcggcgt tgcagttatc 1500 

97 aaagtaggtg ctgctaccga agttgaaatg aaagagaaaa aagcacgcgt tgaagacgcc 1560 

98 ctgcacgcga cccgtgctgc ggtagaagaa ggcgtggttg ctggtggtgg tgttgcgctg 16 20 

99 atccgcgtag cgtctaaact ggctgacctg cgtggtcaga acgaagacca gaacgtgggt 1680 

100 atcaaagttg cactgcgtgc aatggaagct ccgctgcgtc agatcgtcct gaactgcggc 1740 

101 gaagaaccgt ctgttgttgc taacaccgtt aaaggcggcg acggcaacta cggttacaac 1800 

102 gcagcaaccg aagaatacgg caacatgatc gacatgggta tcctggaccc aaccaaagta 1860 
10 3 acccgttctg ctctgcagta cgcggcttct gtggctggcc tgatgatcac caccgagtgc 1920 

104 atggttaccg acctgccgaa aaatgatgca gctgacttag gcgctgctgg cggtatgggc 1980 

105 ggcatgggtg gcatgggcgg catgatgtaa ttgccctgca cctcgcagaa aa 2032 
107 <210> SEQ ID NO: 3 



file://C:\Crf3\Outholcf\VsrI786212.htm 
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RAW SEQUENCE LISTING DATE: 03/21/2002 

PATENT APPLICATION: US/09/7 86,212 TIME: 15:36:05 

Input Set : A:\seq listing.txt 

Output Set: N:\CRF3\03212002\I786212.raw 

108 <211> LENGTH: 2006 

109 <212> TYPE: DNA 

110 <213> ORGANISM; Escherichia coli 

112 <400> SEQUENCE: 3 

113 acatgaatat cgtccatgca tgatcgcgta tcgtcaagcg taaagaagtt gaaactaaat 60 

114 ctgctggcgg catcgttctg accggctctg cagcggctaa atccacccgc ggcgaagtgc 120 

115 tggctgtcgg caatggccgt atccttgaaa atggcgaagt gaagccgctg gatgtgaaag 180 

116 ttggcgacat cgttattttc aacgatggct acggtgtgaa atctgagaag atcgacaatg 240 

117 aagaagtgtt gatcatgtcc gaaagcgaca ttctggcaat tgttgaagcg taatccgcgc 300 

118 acgacactga acatacgaat ttaaggaata aagataatgg cagctaaaga cgtaaaattc 360 

119 ggtaacgacg ctcgtgtgaa aatgctgcgc ggcgtaaacg tactggcaga tgcagtgaaa 420 

120 gttaccctcg gtccgaaagg ccgtaacgta gttctggata aatctttcgg tgcaccgacc 480 

121 atcaccaaag atggtgtttc cgttgctcgt gaaatcgaac tggaagaaca agttcgaaaa 540 

122 catgggtgcg cagatggtga aagaagttgc ctctaaagcg aacgacgctg caggcgacgg 600 
12 3 taccaccact gcaaccgtac tggctcaggc tatcatcact gagggtctga aagctgttgc 660 
124 tgcgggcatg aacccgatgg acctgaaacg tggtatcgac aaagcagtta ccgctgcagt 720 
12 5 tgaagaactg aaagcgctgt ccgtaccgtg ctctgactct aaagcgattg ctcaggttgg 780 
1.26 taccatctct gctaactccg acgaaaccgt aggtaaactg atcgctgaag cgatggacaa 840 

127 agtcggtaaa gaaggcgtta tcaccgttga agacggtacc ggtctgcagg acgaactgga 900 

128 cgtggttgaa ggtatgcagt tcgaccgtgg ctacctgtct ccttacttca tcaacaagcc 960 

129 ggaaactggc gcagtagaac tggaaagccc gttcatcctg ctggctgaca agaaaatctc 1020 

130 caacatccgc gaaatgctgc cggttctgga agctgttgcc aaagcaggca aaccgctgct 1080 

131 gatcatcgct gaagatgtag aaggcgaagc gctggcaact gctgttgtta acaccattcg 1140 

132 tggcatcgtg aaagtcgctg cggttaaagc accgggcttc ggcgatcgtc gtaaagctat 1200 

133 gctgcaggat atcgcaaccc tgactggcgg taccgtgatc tctgaagaga tcggtatgga 1260 

134 gctggaaaaa gcaaccctgg aagacctggg tcaggctaaa cgtgttgtga tcaacaaaga 1320 

135 caccaccact atcatcgatg gcgtgggtga agaagctgca atccagggcc gtgttgctca 1380 

136 gatccgtcag cagattgaag aagcaacttc tgactacgac cgtgaaaaac tgcaggaacg 1440 

137 cgtagcgaaa ctggcaggcg gcgttgcagt tatcaaagtg ggtgctgcta ccgaagttga 1500 

138 aatgaaagag aaaaaagcac gcgttgaaga tgccctgcac gcgacccgtg ctgcggtaga 1560 

139 agaaggcgtg gttgctggtg gtggtgttgc gctgatccgc gtagcgtcta aactggctga 1620 

140 cctgcgtggt cagaacgaag accagaacgt gggtatcaaa gttgcactgc gtgcaatgga 1680 

141 agctccgctg cgtcagatcg tcctgaactg cggcgaagaa ccgtctgttg ttgctaacac 1740 

142 cgttaaaggc ggcgacggca actacggtta caacgcagca accgaagaat acggcaacat 1800 
14 3 gatcgacatg ggtatcctgg atccaaccaa agtaacccgt tctgctctgc agtacgcggc 1860 
144 ttctgtggct ggcctgatga tcaccaccga gtgcatggtt accgacctgc cgaaaaacga 1920 
14 5 tgcagctgac ttaggcgctg ctggcggtat gggcggcatg ggtggcatgg gcggcatgat 1980 
146 gtaattgctc tgcacctcgc agaaaa 2006 

148 <210> SEQ ID NO: 4 

149 <211> LENGTH: 1741 

150 <212> TYPE: DNA 

151 <213> ORGANISM: Escherichia coli 

153 <400> SEQUENCE: 4 

154 cgacattctg gcaattgttg aagcgtaatc cgcgcacgac actgaacata cgaatttaag 60 

155 gaataaagat aatggcagct aaagacgtaa aattcggtaa cgacgctcgt gtgaaaatgc 120 

156 tgcgcggcgt aaacgtactg gcagatgcag tgaaagttac cctcggtcca aaaggccgta 180 

157 acgtagttct ggataaatct ttcggtgcac cgaccatcac caaagatggt gtttccgttg 240 

158 ctcgtgaaat cgaactggaa gacaagttcg aaaatatggg tgcgcagatg gtgaaagaag 300 

159 ttgcctctaa agcaaacgac gctgcaggcg acggtaccac cactgcaacc gtactggctc 360 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/786,212 



DATE: 03/21/2 002 
TIME: 15:36:05 



Input Set : A:\seq listing.txt 

Output Set: N:\CRF3\03212002\I786212.raw 

160 aggctatcat cactgaaggt ctgaaagctg ttgctgcggg catgaacccg atggacctga 420 

161 aacgtggtat cgacaaagcg gttaccgctg cagttgaaga actgaaagcg ctgtccgtac 480 

162 catgctctga ctctaaagcg attgctcagg ttggtaccat ctccgctaac tccgacgaaa 540 

163 ccgtaggtaa actgatcgct gaagcgatgg acaaagtcgg taaagaaggc gttatcaccg 600 

164 ttgaagacgg taccggtctg caggacgaac tggacgtggt tgaaggtatg cagttcgacc 660 

165 gtggctacct gtctccttac ttcatcaaca agccggaaac tggcgcagta gaactggaaa 720 

166 gcccgttcat cctgctggct gacaagaaaa tctccaacat ccgcgaaatg ctgccggttc 780 

167 tggaagctgt tgccaaagca ggcaaaccgc tgctgatcat cgctgaagat gtagaaggcg 840 

168 aagcgctggc aactgctgtt gttaacacca ttcgtggcat cgtgaaagtc gctgcggtta 900 

169 aagcaccggg cttcggcgat cgtcgtaaag ctatgctgca ggatatcgca accctgactg 960 

170 gcggtaccgt gatctctgaa gagatcggta tggagctgga aaaagcaacc ctggaagacc 1020 

171 tgggtcaggc taaacgtgtt gtgatcaaca aagacaccac cactatcatc . gatggcgtgg 1080 

172 gtgaagaagc tgcaatccag ggccgtgttg ctcagatccg tcagcagatt gaagaagcaa 1140 

173 cttctgacta cgaccgtgaa aaactgcagg aacgcgtagc gaaactggca ggcggcgttg 1200 

174 cagttatcaa agtgggtgct gctaccgaag ttgaaatgaa agagaaaaaa gcacgcgttg 1260 

175 aagatgccct gcacgcgacc cgtgctgcgg tagaagaagg cgtggttgct ggtggtggtg 1320 

176 ttgcgctgat ccgcgtagcg tctaaactgg ctgacctgcg tggtcagaac gaagaccaga 1380 

177 acgtgggtat caaagttgca ctgcgtgcaa tggaagctcc gctgcgtcag atcgtattga 1440 

178 actgcggcga agaaccgtct gttgttgcta acaccgttaa aggcggcgac ggcaactacg 1500 

179 gttacaacgc agcaaccgaa gaatacggca acatgatcga catgggtatc ctggatccaa 1560 

180 ccaaagtaac tcgttctgct ctgcagtacg cagcttctgt ggctggcctg atgatcacca 1620 

181 ccgaatgcat ggttaccgac ctgccgaaaa acgatgcagc tgacttaggc gctgctggcg 1680 

182 gtatgggcgg catgggtggc atgggcggca tgatgtaatt gccctgcacc tcgcagaaat 1740 

183 a 1741 

185 <210> SEQ ID NO: 5 

186 <211> LENGTH: 2401 

187 <212> TYPE: DNA 

188 <213> ORGANISM: Streptococcuc pneumoniae 

190 <400> SEQUENCE: 5 

191 tacccgtcgc tttgagaaaa atggtcagat gaattatgta accgaagtcc ttgtgacagg 60 

192 attccaactc ttggaaagtc gtgcccaacg tgctatgcgt gaaaataatg caggccaaga 120 

193 tttggcagat ttggtcttgg aagaggaaga attgccattt taagaattaa aaagtctgag 180 

194 ttggtctcag gctttttatc ttgagaaagt cagacttttt tcttgactat ttctgaccaa 240 

195 gtgatacaat agaattatga attagcactc cagttcaaag agtgctaata atatctatct 300 

196 cattatggag gaaatcagat gttgaaacca ttaggggacc gtgtgctctt aaaaatagaa 360 

197 gaaaaagaac aaaccgttgg aggctttgtc cttgcaggct cagcccaaga aaaaaccaaa 420 

198 acagctcaag ttgtggctac tggacaaggt gttcgtacct tgaacggtga cttggttgct 480 

199 ccaagtgtta aaactggaga tcgtgtctta gttgaagccc acgcaggtct tgatgtcaaa 540 

200 gatggcgatg aaaagtacat catcgtaggc gaagctaaca ttttggcaat cattgaggaa 600 

201 tagaaggaga aagtaagtat gtcaaaagaa attaaatttt catcagatgc ccgttcagcc 660 

202 atggttcgtg gtgtcgatat ccttgcagac actgttaaag^ taaccttggg accaaaagat 720 

203 cgcaatgtcg ttcttgaaaa gtcattcggt tcacccttga ttaccaatga cggtgtgacc 780 

204 attgccaaag aaatcgaatt ggaagaccat tttgaaaata tgggtgctaa gttagtatca 840 

205 gaaatagctt ctaaaaccaa tgatatcgca ggtgacggga ctacgactgc aacagtcttg 900 

206 acccaagcta tcgtccgtga aggaatcaaa aacgtcacag caggtgcaaa tccaatcggt 960 

207 attcgtcgtg ggattgaaac agcagttgcc gcagcagttg aagctttgaa aaacaacgcc 1020 

208 atccctgttg ccaataaaga agctatctct caagttgcag ccgtatcttc tcgttctgaa 1080 

209 aaagttggtg agtacatctc tgaagcaatg gaaaaagttg gcaaagacgg tgtcatcacc 1140 

210 atcgaagagt cacgtggtat ggaaacagag cttgaagtcg tagaaggaat gcagtttgac 1200 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/786,212 



DATE: 03/21/2002 
TIME: 15:36:05 



Input Set : Ai\seq listing.txt 

Output Set: N:\CRF3\03212002\I786212.raw 

211 cgtggttacc tttcacagta catggtgact gatagcgaaa aaatggtggc tgaccttgaa 1260 

212 aatccgtaca ttttgattac agacaagaaa atttccaata tccaagaaat cttgccactt 1320 

213 ttggaaagca ttctccaaag caatcgtcca ctcttgatta ttgcggatga tgtggatggc 1380 

214 gaggctcttc caactcttgt tttgaacaag attcgtggaa ccttcaacgt agtagcagtc 1440 

215 aaggcacctg gttttggtga ccgtcgcaaa gccatgcttg aagatatcgc catcttaaca 1500 

216 ggcggaacag ttatcacaga agaccttggt cttgagttga aagatgcgac aattgaagct 1560 

217 cttggtcaag cagcgagagt gaccgtggac aaagatagca cggttattgt agaaggtgca 1620 

218 ggaaatcctg aagcgatttc tcaccgtgtt gcggttatca agtctcaaat cgaaactaca 1680 

219 acttctgaat ttgaccgtga aaaattgcaa gaacgcttgg ccaaattgtc aggtggtgta 1740 

220 gcggttatta aggttggagc cgcaactgaa actgagttga aagaaatgaa actccgcatt 1800 

221 gaagatgccc tcaacgctac tcgtgcagct gttgaagaag gtattgttgc aggtggtgga 1860 

222 acagctcttg ccaatgtgat tccagctgaa gctaccttgg aattgacagg agatgaagca 1920 

223 acaggacgta atattgttct ccgtgctttg gaagaacccg ttcgtcaaat tgctcacaat 1980 

224 gcaggatttg aaggatctat cgttatcgat cgtttgaaaa atgctgagct tggtatagga 2040 

225 tttaacgcag caactggcga gtgggttaac atgattgatc aaggtatcat tgatccagtt 2100 

226 aaagtgagtc gttcagccct acaaaatgca gcatctgtag ccagcttgat tttgacaaca 2160 

227 gaagcagtcg tagccaataa accagaacca gtagccccag ctccagcaat ggatccaagc 2220 

228 atgatgggcg ggatgatgta agctttctat agaaaacaac ttataaaaaa cacaaaagga 2280 

229 gggaatgact aacccttctt tttataggct ctttgtcaac tgtagtgggt tgaagtcagc 2340 
2 30 taagctcgag aaaggacaaa tttcgtcctt tcttttttga tgttcaaagc gataaaaatc 2400 
231 c 2401 

233 <210> SEQ ID NO : 6 

234 <211> LENGTH: 2107 

235 <212> TYPE: DNA 

236 <213> ORGANISM: Streptococcus pneumoniae 
2 38 <400> SEQUENCE: 6 

2 39 tcttggaaga ggaagaattg ccattttaag aattaaaaag tctgagttgg tctcaggctt 60 

240 tttatcttga gaaagtcaga cttttttctt gattatttct gactaagtga tacaatagaa 120 

241 ctatgaatta gcactcaggt ataaagagtg ctaataatat ctatctcatt atggaggaaa 180 

242 tcagatgttg aaaccattag gggaccgttt ggtcttaaaa gtagaagaaa aagaacaaac 240 
24 3 tgttggaggc tttgttctcg caggttcagc ccaagaaaaa accaaaacag cccaagttgt 300 
244 ggctactgga caaggtgttc gtaccttgaa cggtgacttg gttgctccaa gtgttaaaac 360 
24 5 tggagaccgt gtcttagttg aagcccacgc aggtcttgat gtcaaagatg gcgatgaaaa 420 

246 gtatatcatc gtaggcgaag ctaacatctt ggcaatcatt gaagaataga aggagaaagt 480 

247 aagtatgtca aaagaaatta aattttcatc agatgcccgt tcagctatgg tccgtggtgt 540 

248 cgatatcctt gcagatactg ttaaagtaac cttgggacca aaaggtcgca atgtcgttct 600 

249 tgaaaaatca tttggctcac cattgattac caatgacggt gtgactattg ccaaagaaat 660 

250 tgaattagaa gaccattttg aaaatatggg tgccaaattg gtatcagaag tagcttctaa 720 
2 51 aaccaatgat atcgcaggtg acgggactac gactgcaaca gtcttgaccc aagctatcgt 780 
2 52 ccgtgaagga atcaaaaacg tcacagcagg tgcaaatcca atcggtattc gtcgtgggat 840 
253 tgaaacagca gttgccgcag cagttgaagc tttgaaaaac aacgccatcc ctgttgccaa 900 
2 54 taaagaagct atcgctcaag ttgcagccgt atcttctcgt tctgaaaaag ttggtgagta 960 
2 55 catctctgaa gcaatggaaa aagttggcaa agacggtgtc atcaccatcg aagagtcacg 1020 
2 56 tggtatggaa acagagcttg aagtcgtaga aggaatgcag tttgaccgtg gttacctttc 1080 
2 57 acagtacatg gtgacagata gcgaaaaaat ggtggctgac cttgaaaatc cgtacatttt 1140 
2 58 gattacagac aagaaaattt ccaatatcca agagatcttg ccacttttgg aaagcattct 1200 

259 ccaaagcaat cgtccactct tgattattgc ggatgatgtg gatggcgagg ctcttccaac 1260 

260 tcttgttttg aacaagattc gtggaacctt caacgtagta gcagtcaagg cacctggttt 1320 

261 tggtgaccgt cgcaaagcca tgcttgaaga tatcgccatc ttaacaggcg gaacagttat 1380 
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VERIFICATION SUMMARY DATE: 03/21/2002 

PATENT APPLICATION: US/09/786,212 TIME: 15:36:06 

Input Set : A:\seq listing.txt 

Output Set: N:\CRF3\03212002\I786212.raw 

L:ll M:270 C: Current Application Number differs, Replaced Current Application Number 
L:3326 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:266 
L:3328 M:258 W: Mandatory Feature missing, <220> FEATURE: 
L:3328 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 
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<210> SEQ ID NO 266 
<211> LENGTH: 20 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 
<223> OTHER INFORMATION: : 
<400> SEQUENCE: 266 

cacaccatcg ttgcccacac 



20 



